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RNA Puzzle #13: ZMP Aptamer
T47 @ May 2015

ligand:        (-)    (+)        (-)             (+)             (-)             (+)              (-)             (+)
modi�er:   nomod               DMS                         CMCT                     SHAPE          ddA, T, C,G
conc.:                        1% 0.5% 1% 0.5%    1x  1/4x   1x  1/4x   1x 1/2x  1x  1/2x
dilution:    sat.   dil.  sat.   dil.  sat.   dil.  sat.   dil.  sat.   dil.  sat.   dil.  sat.   dil.


